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7ux¥vr (OFLX), ¥*Zuvuax$ v (CPFX), 7 7+ A7V (TC) OEIHAL L, 7 4 A7 IEHIEIC &
D EHE L7, EORER, EM T 72 BRI 67 Bk (93.1%), HEI 58k (6.9%) TH 72, FOM TIE4A 72 ¥k (100%)
DEMETH Y, Ealbertii ICBWTHANTH B EEZ NN, MEMEGROEE CITHEREOSAARR SN TN D
723, PO ITEE T A 0N B D, £72, 72 BT OFLX, CPEX Mt 2 #% (2.8%), TC Mt 10 #%

(13.9%) THhotz, ITH, OFLX, CPFX 72 EdDF / v 2 RIEHIS TC IS OME S EEMEMIZ 5 2 728, AL
TR S-SRI E. albertii 12351 2 MHEB G TR IRUCTHER T 2 O ST A2RERH L LB 2 b,
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B JFA Escherichia albertii (2 3617 2 3RS M0 A

FOM

1 FRFRZ MEERBRIC I 1T 5 Miller-Hinton 28 Kz i 4%+-

Mg, F7ua¥xH v (OFLX) 5ug, ¥7mr7afxi v
(CPFX) 5ug, 7 7% A4 27U (TC) 30ug @ 5 HHl
Lk, B> - F 4 A2 BD) AW,

MBREREN— I 7 2V a VERE CERD I8

TR, 37+1°C, 24+2 WpfHIpliEs 2864, WA AIEK T McF

05 DEFEICHKZHAR Lz, ZOEHKEZREREICT

Miiller-Hinton J& K55 (BAR/LS:) 1C8ER, R 5 FEA|

F 4 A7 ZEE L, 37£1°C, 24+2 BRI LIm, HE®i%,

B EOFLIEMREFIIL, #£ 1 OWEEERE L II2HE,

J&ME (susceptible : S), H'[# (intermediate : I), Tk
(resistant : R) t¥|EL= (K1), £7=, kL LTE.

coli DIEHEFRETH D ATCC25922 ¥k & E. albertii @ type

strain Td % JCM17328 £k D HARAZ M BR 217 - 72,

M #E

HRANEZ MR OF R A2 R 21TR L, w8 & L- 72 8k
W2 T, EM TIEIMRMEAS 67 # (93.1%) , H1H 23 5 # (6.9%)
ThoT-, EM MtPE 67 #kth TCMHMEIZ 10Kk T, 209595 2
FRIX OFLX, CPFX IZfitE% 7~ L, EM H1[# 5 £RiL FOM,
OFLX, CPFX, TC#M:% 7/~ L7z, F7= FOM [T 2Rkm M
Tdh o7z, OFLX, CPFX TIXMmiEA 2 ¥k (2.8%) TH Y,
WL S TC i, FOM Bt %7~ L7z, TC it 10 £ (13.9%)
1%, 2 823 OFLX, CPFX fit4:, EM, FOM JE&4:Td - 7223,
OFLX, CPFX ifift#k%ER< 8 #kiX, EM, FOM, OFLX,
CPRX JiitE &7~ L7,

% & L7= E. coli ATCC25922 ¥k & E. albertii JCM17328
BETHE, Wb EMitE, FOM, OFLX, CPFX &METdH
o7z, TC TlX, ®15: 72 ¥k 62 £33 L OV E. coli ATCC25922
RSN T - 72728, E. albertii JICM17328 ¥k IZili 4 T -
77
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£ 1 FEFRRES RIS T 2EIEMZEOHELEEE (mm)

HeH R I S
EM <13 14~22 =23
FOM <10 11~15 =16
OFLX <12 13~15 =16
CPFX <15 16~20 =21
TC =1 12~14 =15

# 2 HANEZMERR (n=72)

T R E. coli E. albertii
ATCC25922 JCM17328
EM 67 5 0 R R
FOM 0 72 S S
OFLX 2 0 70 S S
CPFX 2 0 70 S S
TC 10 0 62 S R
V. F%

1991 4 WI4 B S U7~ E. albertii 1%, AT EFRE & L
THEHINTWD 4, —MOBEKITEEFTEREEELET D
DD, JERYYEVE C S RURYYE IR E STV D I E H .
MERIGHEIZRARE SNDH AR H 2 1B, £, mFEKE
#<> Campylobacter 72 & A HP g5l K B 1 do v CEEA it
(L3 S TWA 3, 2 Z TR TIE, E.albertii ©
FERRSZ PRI AN %, E. coli & O IRFNESZ M D FHE A %
A LTz,

~rnuI4 FREFTH D EMIL, MEF D508 ¥ 7 2=
v MCER LEAEAREZIAET S 2 & ChEEEZ R T
A, ZOHEFN, L FERECMRERE 2 &0 7T ARk
i, Mycoplasma, Chlamydia 72 EIZH 2 HE 3K 9T,
Campylobacter B DIRIEIE N TH 5D, EM (FBRKMEDOZEHA
TEGFREDIYD, 77 LEHEREOARICER ST
DEAMEDOR =V LA BB TET S T ARERE I
E T e & 21, E. albertii OUTEIETH 5 E. coli 2
Salmonella 1%, EM HAIME & W bbivTuys 19, E. albertii
b ZALHMEE & FRERIC EM it & #d ST 5 19, Kibret
5 8, E.coli IZBW\T EM Mtk 89.4%, i 3.0% & #E
Lz, AAFZECIdE & Lz 72 Bk 67 £& (93.1%),
5 Bk (6.9%) TH Y, E. albertii © EM EEZ MR ILIZ
Kibret & @ E. coli DAz MR 18 & [FEE O %78 LTz,
X 51 Kibret & 1813 EM PO E. coli 23 7.5% & #4545 L T
VW%, E.albertii 1% E. coli IZFEHICHEBIL, BRFE ST
LEREMENRH B 50 L s, 5% EM EE E. albertii 234>
BEIND LZBX DGR ENLETH D,

RAR~A T RIEHID FOM 1%, HFENNEL, HE
DREBIIHERIC LV FEARNICER VAT, MEEEDO &K %
T2 2, RIEANL, 7 FUEKRECZ 7 ARERER R &
WCHEZIT 2, /NRARBEPERR 20 IR IR YLE ORI AE X



o 119 SRS THA FOM (B TH 7= 2 &
5, FOM X E. albertii IZHEZNTH D EEx b=, FTo,
Z OFEF T E. albertii 13 FOM ([C BAREMETH D L S L
Stock & DA N E —FH L7, Lo T, E.albertii ® FOM J&
SR CTHD B2 D, MEMEEK DS  ITRHERIE
DB TR D 720 HUHE FE O M 3HE MR R
Campylobacter i O%A R EIZR BN TND 12 b,
E. albertii JEYYIEIC 1T 5 FOM O FiIZ B B HI¥r4 5 4
ERb D, o, EHED DI RFEHFAKEE LTHLNT
V% Campylobacter (Z331F % FOM Mtk &2 #HE Lz, 20
Z &5 E. albertii T OIS FAET D ATREMENE 2 5
NAEBOMERET D2LERH D,

PIEHIIE R TR NIRRT X R EOFEICB N T
HIBYHERIRP R BIREZ B S hTnws 319, fi
N FE IR E STBE, FEEN TIZZE OFANT M
DHENRFEIRT D, B DVITEANC BT SNIEW L o7
W OMTER R T28 BAC X0 T PEFE A 2 5 72 & Otk #
DMENLIC/2 D, BRR Y Te MY UBRYYEZ RBIE LT
L&, IBENPNEICRD EVnbRATWDS 3, &2 TR
T FRFZBICHEH SN TS OFLX, CPFX, TC %%t
LA L LTBEM L, OFLX, CPFX j3==2—% / n %
IWHITHY, MEHD DNA ¥ A L—ARL MAKRA VAT —
PIVEILET D 2, REFROHE A7 MVITEEL, Al
RORBEEYIE 72 E2H OBRYYEICHEIG S D 22, ¥/
0 RERANT AN REIC L BB G T AR TR T B &
MENTRBY 2, AKWF%E T 72 B OFLX, CPFX it 2
BE (2.8%) ThomZ Ehnb, b hOFEE D BEYEIRR R
E CHANC BT SN FEERATHE L LTRSS 2 b h
77. F72, E. coli (BT /o o REAmHERE O BN
WEINTWND 2D, ARBFZECIXIMTE 2 4 (2.8%) T
PRPUIRIFTH - 7228, 5% E. albertii (2B TH ¥/
u» REANMERR OB IIA PSS, £/, E coli icH
WT DNA V¥ A L—AD¥Ta=y kb A Za—K7T52
GyrA BIn ¥ DERIZE Y, ¥/ v U REHCHHEZR~RT &
SN TW5AH 2, Konno 5 2%, E.albertii (ZBWTH, Z0
GyrA B OERTx /v REFNCHmHEE R & Wi
LTWaBZEnn, SERHEINIZX 7 v 2 RIHEEIZE
FOBEBETEREZRAETILERD D,

T T A7 RO TCITMED X 7 B AR
HHEFEL, 77 ABHEECERER, 77107 A 2T
FA=, VryFTREPEOIRKICHWoND I, T 7
A7V UmHECIE, TR TV A 7 U xR 5 R
B Ry Ea—RT5 tet BrTAEELTEY, Zodk
WA RO ETHIET N 794 7 U Uit % #5
9% 2, Stock 5 %, E. albertii (% TC #5 B 89HAIPEH &
VT OFEEICL Y BRI TH D EWE L2, AHFET
1 72 BRHPREME 62 BE (86.1%), fiftH: 10 £k (13.9%) TH -
72Z Lnb, E. albertii (3% TCICHARREMETH S LEX B,
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T, AR, B

F 72, E.coli IZ8BW\T TC itk 72.4%, & 23.6% & DL
B350, ARHFFED E. albertii DFER L KE L Ep->Tn
77o Z DOAHE SN E. albertii & E. coli D#ERNIZELTH
FREMER B 2 b, TC IEiiMEEE 2377 A X FEIZ
FAEL, 77 A FOKVAREE T TC R A MHE B 122
kT 2LENTND D2 L2, RKFETOMmME 10 k¥

(13.9%) IEMEEEFE2RE L TWD B X b, 51%I1%
E. albertii (23 F 2 M &G F ORA R Z A L, Mtk
FER LT INERHD EZ XD,

4-[a], E.albertii72 £kF CPFX [Mif#E 2 ¥k (2.8%), TC itk
10 ¥k (13.9%) Tdh -7z, Li & D) E. albertii51 #k# CPFX
Mt 15 £k (29.4%), TC it 32 Bk (62.7%) L#MEL, A
WEFE & 0 b EWEIS THEAIM M E. albertii 278 L 7z, =
DOERE LT, AFZETIEE b FRIFE SN SN E
albertii %4 & Li=—J7, Li 20X 51 fkh e Mskn 6
T, Znb 5 b TC MifE 3 #k (50%), CPFX Mtk 1 kk

(1.67%) CHliHERE ORI PEREBH KK TH D Z 03B
Z bz, 72 E albertii OfREBEEIIEIC NI THDH I
SNTEY, ARENTIE RY LoX=2800])1[K 2075 E.
albertii /3 BEGIAV R STV 5, S%IF 2N HBRER S
225 E. albertii Z47HEL, IABZHERNZRAET L &
T, b MHEELEREREEZE DT E. albertii D FHF M
RAEZFSNCTHMLEND D,

AR TIEEP RSB EREEOIRFIZEIS Ansi
% 5 A& %6812 E. albertii O 3RAIRSZ MR &2 A L 72,
E. albertii ®iTfxfEiTdH 5 E. coli TiE TC MRk 2 18
LansA, 4AlElE albertii Tik TCIEMEMA 2 <, #ERIN
IK#E7e 2 BRI CIEZ O TC B MERS BRI A2 & 72
2 ATREME DS RIE S 7e, JRIEEYYE SRR ORI TH
BER=VYVRIRED BT Z NZIEFNLT T LB IEERE
EHODICAWSI, 7T ARRMERE S ERIRR & 72D GE
JEYSE IR A S e n 2008, 5%1T 2 h b oA %
X412 E. albertii & E. coli DEZMERMZMAE L TWH&E T
VY,
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Antibiotic Sensitivity in Emerging Pathogen Escherichia albertii

SHO YOSHIOKA™ MASAHIKO ITHO”? MASAHIRO ISOZAKI™
SEIKO TAMAI™ SEISHIN TSUKIASHI™ MIYUKI FUJIOKA™
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Abstract: Escherichia albertii has attracts attention as a food poisoning pathogen. The biochemical properties and genetic
characteristics of this bacterium are becoming clear, but many questions remain regarding its antibiotic sensitivity. Here, we
investigated the antibiotic sensitivity of 72 E. albertii strains isolated from diarrhea stool specimens. In antibiotic sensitivity
tests, erythromycin (EM), fosfomycin (FOM), ofloxacin (OFLX), ciprofloxacin (CPFX), and tetracycline (TC) were used with
the disk diffusion method. As a result of this experiment, 67 strains were resistant and five strains were intermediate to EM.
FOM was identified as effective against E. albertii, as all strains were FOM-sensitive. Therefore, it is necessary to consider the
clinical application of FOM carefully. In addition, two strains were resistant to OFLX and CPFX, and ten strains were resistant
to TC. In recent years, the number of bacteria resistant to quinolones, such as OFLX and CPFX, and TC have increased; thus, it
was necessary to clarify which tolerance genes and resistance mechanisms against these drugs were present in the E. albertii
strains evaluated in this study. It was also necessary to clarify the antibiotic sensitivity of E. albertii strains isolated from the
environment, as antibiotic-resistant E. albertii strains were isolated from the environment.

Keywords: Escherichia albertii, antibiotic sensitivity, antimicrobial disk susceptibility tests, antimicrobial resistant bacteria
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